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1. Amaning K, Rak A. et al., (2013) The use of virtual screening and differential scanning
fluorimetry for the rapid identification of fragments active against MEK1. Bioorganic & medicinal
chemistry letters 23:3620-3626
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Dr. Markus Zeeb, Principal Scientist, Structural Research, Boehringer
Ingelheim Pharma GmbH & Co. KG — Research Germany

REIMEEREHEIZ

"One mission of the Structural Research group within the Lead Identification
and Optimization department is to quantitatively validate and characterize
interactions of small molecules as well as new biological entities with protein
targets. We employ various traditional biophysical methods such as SPR,
Thermal Shift, ITC, NMR and X-ray crystallography. Most recently we
included Microscale Thermophoresis (MST) in our standard project support
workflow and extended its application from affinity determinations to fragment
screening approaches.

MST is a versatile and valuable tool which we quickly adapted in our
repertoire of methods. The impressive advantages of MST, namely the low
sample consumption, the broad application range, and swift assay
development make it a unique biophysical method. The measurement in free
solution without the need of surface coupling saves time and avoids a
potential source for false positive or negative results.Our Structural Research
group now also added the label-free version of the Monolith to our MST
instrumentation portfolio, which gives us the possibility to choose to measure
with high selectivity and sensitivity (NT.115). The labelfree version
(NT.LabelFree) allows us to measusre without any additional sample
modification depending on the need of the particular assay. In some cases,
LabelFree MST allowed us to perform assays with otherwise "very ill"
behaved proteins which were not amenable to any other biophysical
technique. Generally, we find very good consistency between quantitative
MST measurements and results stemming from other biophysical methods."

Dr. Nicolas Basse, Department of Structural Biology, UCB-Celltech, UK
BE[E UCB {iBIELHIZS

"As part of our drug discovery projects we use Microscale Thermophoresis (MST)
as an orthogonal method to measure the binding affinity of compounds to their
protein target and apply this fragment hit ID through to lead optimisation. MST
complements our biophysical platform and has correlated well with other more
established technologies. Because it uses small amounts of protein, MST has
proved to be particularly useful to look at molecular interaction involving proteins
that are difficult to express or purify. MST requires a relatively short time to setup
new assays and is a powerful technique for buffer optimisation. Using the NT.115
MST instrument we have successfully measured small molecule-protein and
protein-protein interactions in complex media. Finally, LabelFree MST is one of the
few true label-free/immobilisation-free instruments capable of measuring molecular
interactions. We have appreciated the professionalism and support from
NanoTemper Technologies."
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Dr.Alexey Rak, Structural Biology & Biophysics, Sanofi R&D, France
ZEEEIESER]

"We routinely assess interaction affinity for both small molecule and biologics
projects, with NanoTemper Technologies' Microscale Thermophoresis being the
most recent addition to the pool of instruments we use to carry out these
measurements. It has proved a valuable tool for characterising small
molecule-protein and protein-protein interactions, as well as for the study of
protein aggregation concentration determination. There is very good agreement
with other technologies such as Surface Plasmon Resonance (SPR) and
Isothermal Titration Calorimetry (ITC), and we are particularly appreciative of this
new technology because of the extremely low protein consumption and relatively
short time required for the assay setup.

Dr. Timothy Sharpe, Head of the Biophysics Facility, Biozentrum,
University of Basel, Switzerland

HIEBERAE

“We have used our NanoTemper NT.115 MicroScale Thermophoresis (MST)
instrument extensively in the last one and a half years to study many different
types of interaction. Where we have been able to make comparisons, results
from MST agree well with those from other established techniques (ITC,
fluorescence intensity and anisotropy, SPR). However, we particularly appreciate
two distinguishing aspects of MST. Firstly, MST can measure interpretable signal
changes in circumstances where many other techniques struggle: i.e. small
unlabelled molecules binding to large labelled molecules, where binding is tight
(nM Kd) and one or both partners aggregate at micromolar concentrations.
Secondly, one can often gain extra information about the interaction partners
from MST titrations, particularly for systems that have changes in their
conformational or oligomeric state upon binding. In several cases, multi-phasic
titrations have inspired experiments with other techniques to characterize
behaviours that can't be explained by the simplest binding models.”
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Europe / International

NanoTemper Technologies GmbH
Floessergasse 4

81369 Munich

Germany

Phone +49 (0) 89 4522895 0
Fax +49 (0) 89 4522895 60

info@nanotemper-technologies.com

USA/ Canada

NanoTemper Technologies, Inc.
400 Oyster Point Blvd. Suite 336
South San Francisco

CA 94080, USA

Phone + 1 650 763 1658
Fax  + 1650 350 4390

info@nanotemper-technologies.com

MicroScale Thermophoresis™ is a trademark.
NanoTemper® and Monolith® are registered trademarks.
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Great China Area

NanoTemper Technologies Ltd.
Room0305, Air China Plaza,

No0.36 Xiaoyun Road, Chaoyang District
Beijing, 100027

Phone +86 (10) - 84462100
+86 (10) - 84462300

info@nanotemper-technologies.com

Latin America

NanoTemper Technologies GmbH
Center Alameda Santos

Alameda Santos, 200

Séao Paulo -SP 01418-000, Brazil

Phone: +56 (2) 2581-4664
or +55 (11) 3587-1408

info@nanotemper-technologies.com

NanoTemper® and Monolith® are registered in the U.S. Patent and Trademark Office.
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